One new cyclopeptide, cyclo(L-Phe-L-Ala-L-Phe-Gly), named as vinaceuline (1) and three known cyclodipeptides, cyclo (Phe-Gly), cyclo (Phe-4-hydroxyl-Pro) and cyclo (Phe-Ile) were isolated from broth culture of endophytic Streptomyces YIM 64018 associated with Paraboea sinensis. The planar structure of the new compound was assigned on the basis of 1D and 2D NMR spectroscopic techniques, while the absolute configurations of the amino acid residues were determined by application of the advanced Marfey method. Cyclotetrapeptides are rarely found as Streptomycete metabolites.
Streptomycetes are believed to be a rich source of new and useful compounds, and up to 40% of known microbial metabolites are derived from this group. Endophytes are also considered as important natural sources of a variety of secondary metabolites [1, 2] . New cyclopeptides with antimicrobial and anticancer activities have been reported from different bacterial genera [3, 4] . In this work, chemical investigation of the endophytic Streptomyces sp. (YIM64018) was carried out for its antimicrobial activity against Escherichia coli. One new cyclopeptide and three known cyclodipeptides were isolated, and their structures were determined as cyclo(L-Phe-L-Ala-L-Phe-Gly) (1), named as vinaceuline, cyclo (Phe-Gly) [5] , cyclo (Phe-4-hydroxyl-Pro) [5] and cyclo (Phe-Ile) [6] ( The sequence of the amino acid residues in 1 was established by analysis of the HMBC ( Figure 2 ) and ROESY data. The HMBC spectrum showed correlations between c 168.2 (Phe (1)-CO) and  H 3.95 (H-Gly), c 168.8 (Ala-CO) and  H 9.18 NH (Phe (1)), and c 167.1 (Phe (2)-CO) and  H 4.17 (H-Ala). The ROESY spectrum also revealed correlations between  H 9.35 NH {(Phe (2)} and 9.06 NH (Gly), and 9.18 NH (Ala). This evidence indicated the presence of a tetrapeptide fragment as -Gly-Phe-Ala-Phe-. The appearance of fragments of Gly-Phe or Phe-Gly, Phe-Ala or Ala-Phe in ESI-MS analyses at m/z 205 [M+H] + and 219 [M+H] + also confirmed this proposed linkage pattern. To determine the absolute configurations of the amino acid constituents in 1, the advanced Marfey method was applied [7] . All derivatives were identified by their retention times and molecular weights. 
Biological material and cultivation of actinomycetic strain:
The bacterial strain was isolated using trehalose-proline medium from the plant Paraboea sinensis, and was assigned as Streptomyces vinaceus by characterization and complete 16S rRNA gene sequence. The strain has been preserved at Yunnan Institute of Microbiology, Yunnan University, China. This bacterium was cultivated on a 40 L scale using 1L Erlenmeyer flasks containing 250 mL of the seed medium (yeast extract 0.4%, glucose 0.4%, malt extract 0.5%, decavitamin 0.01%, pH 7) for 3 days and the fermentation medium (soluble starch 1%, glucose 1%, peptone 0.5%, NaCl 0.4%, 0.05% K 2 HPO 4 , MgSO 4 7H 2 O 0.05%, CaCO 3 0.2%, pH 7.0) for 5 days at 28C on a rotary shaker (250 rpm). Acid hydrolysis and advanced Marfey analysis: A 1.0 mg sample of compound 1 was subjected to acid hydrolysis at 110°C for 24 h with 6 N HCl (1.0 mL), and then the hydrolysates were evaporated to dryness and resuspended in acetone (100 μL). To each half portion (50 µL) was added 20 µL NaHCO 3 (1 M) and either 100 µL 1-fluoro-2,4-dinitrophenyl-5-L-leucinamide or 1-fluoro-2,4dinitrophenyl-5-D-leucinamide (L-FDLA or D-FDLA, 1% in acetone), and the mixture was heated at 40°C for 1.5 h. The reaction mixtures were cooled, neutralized with 2 N HCl (10 μL), dried and dissolved in 50% aqueous MeCN. About 5 µL of each solution of FDLA derivatives was analyzed by LC/MS. The analysis of the L-and LD-FDLA (mixture of D-and L-FDLA) derivatives was performed using an Agilent Eclipse XDB-C 18 column (4.6×150 mm, 5 µm) maintained at 40°C. Aqueous MeCN containing 0.01 M methanoic acid was used as mobile phase with a linear gradient elution mode (MeCN, 30-50% for 50 min) at a flow rate of 1.0 mL/min. A Waters Xevo TQ-S mass spectrometer was used for detection in ESI (negative) mode. The capillary voltage was kept at 2.5 KV, and the ion source at 350°C. Nitrogen gas was used as a sheath gas at 400 L/h. A mass range of m/z 100-1000 was scanned in 0.2 s. 
Extraction and isolation of compounds:

